. Target sequences for the microRNAs included in this study. Comparison of relative microRNA expression between breast cancer cases and controls stratified by DRC. BC cases with low (n-=15) and high (n=14) DRC along with controls with low (n=18) and high (n=9) DRC levels were included in all panels. Each panel shows the miRNA relative expression distribution after normalization using the mammalian U6 endogenous control. Box plots represent the data distribution of 26 breast cancer patients and 27 controls. The point within the empty square represents the mean miRNA expression. DRC stratifications are represented by colors. All miRNAs presented were differentially expressed among groups when mean comparisons were performed using KW test (p<0.05) only (Table 3) . 
